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Table 1. 28 polymorphic primers used for RAPD analysis.

RUE: A=

o

ENEE RS 7 Al 5 Al v
33 B 7
. o Total polymorphic Percentage of
Primers Sequence 5t0 3 .
fragments fragments polymorphic
OPA-03 AGTCAGCCAC 7 5 71.43
OPB-11 GTAGACCCGT 10 10 100.00
OPB-18 CCACAGCAGT 12 11 91.67
OPC-13 AAGCCTCGTC 9 6 66.67
OPD-01 ACCGCGAAGG 9 7 77.78
OPD-04 TTGGCACGGG 11 7 63.64
OPD-07  TCTGGTGAGG 9 6 66.67
OPE-06 AAGACCCCTC 10 8 80.00
OPE-08 TCACCACGGT 7 6 85.71
OPE-14 TGCGGCTGAG 9 5 55.56
OPE-17 CTACTGCCGT 17 14 82.35
OPE-20 AACGGTGACC 10 6 60.00
OPF-01 ACGGATCCTG 9 6 66.67
OPF-04 GGTGATCAGG 9 7 77.78
OPG-08 TCACGTCCAC 11 7 63.64
OPH-05 AGTCGTCCCC 11 7 63.64
OPH-08 GAAACACCCC 10 7 70.00
OPH-12 ACGCGCATGT 13 10 76.92
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OPI-16 TCTCCGCCCT 10 6 60.00
OPJ-05 CTCCATGGGG 10 6 60.00
OPK-01 CATTCGAGCC 11 8 76.92
OPL-02 TGGGCGCTAA 9 8 88.89
OPL-19 GAGTGGTGAC 12 7 58.33
0OPX-02 TTCCGCCACC 10 6 60.00
OPX-07 GAGCGAGGCT 9 7 77.78
OPX-08 CAGGGGTGGA 8 8 100.00
OPX-13 ACGGGAGCAA 14 10 71.43
OPX-18 GACTAGGTGG 9 9 100.00
Total 286 212
Average 10.21 7.57 74.13
| o B 150
lr“s P15
B 22 2 B
B i 3E
e
E=2 13
g
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¥ &
T &
& 7
| | | | | R
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B1. 15% &7 & B 582 RAPD 2 383 5e DNA 7 B4 47 #4718 4p 12 B 2L ST UPGMAF £ 4 17
tsaE 2 230 00 B BHE B
Fig. 1. Dendrogram of 15 Indian jujube cultivars generated by UPGMA cluster analysis based

on the similarity matrix of RAPD total amplified DNA fragements.
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Fig. 2. Dendrogram of 15 Indian jujube cultivars generated by UPGMA cluster analysis based
on the similamity matrix of RAPD polymorphic markers similarity matrix.
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Table 2. 16 polymorphic primers used for ISSR analysis.

AEFE SAEEF S AREF

3% B 7|
Primers Sequence 5to 3 Total Polymorphic Percentage -of
fragments fragments polymorphic

UBC-823 TCTCTCTCTCTCTCTCC 8 4 50.00
UBC-824 TCTCTCTCTCTCTCTCG 6 4 66.67
UBC-825 ACACACACACACACACT 10 6 60.00
UBC-845 CTCTCTCTCTCTCTCTRG 8 7 87.50
UBC-847 CACACACACACACACARC 9 8 89.89
UBC-849 GTGTGTGTGTGTGTGTYA 10 5 50.00
UBC-853 TCTCTCTCTCTCTCTCRT 8 3 37.50
UBC-854 TCTCTCTCTCTCTCTCRG 9 5 55.56
UBC-856 ACACACACACACACACYA 11 5 45.45
UBC-857 ACACACACACACACACYG 11 7 63.64
UBC-864 ATGATGATGATGATG 9 4 44.44
UBC-876 GATAGATAGACAGACA 9 6 66.67
UBC-891 HVHTGTGTGTGTGTGTG 10 8 80.00
UBC-898 GATCAAGCTTNNNNNNATGTG 8 5 62.50
(JATA)s  GATA GATA GATA GATA GATA 7 4 57.14
(CAA) CAA CAA CAACAACAA 8 5 62.50
Total 150 95

Average 9.38 5.96 63.33

*R=(A,G),Y=(C,T),D=(A, GT),H=(ALC,T),V=AC,G), N=(A,GC,T)
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Fig. 3. Dendrogram of 15 Indian jujube cultivars generated by UPGMA cluster analysis based
on the similarity matrix of ISSR total amplified DNA fragements.
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Assessment of Genetic Diversity among Indian Jujube (Zizyphus
mauritiana Lam.) Cultivars by RAPD and ISSR Markers.

Hui-Shan Su®  Ching-Cheng Chen?

Key words: Indian jujube, molecular makers.

Summary

The genetic diversity among 15 Indian jujube (Zizyphus mauritiana Lam.) cultivars were
analyzed by RAPD and ISSR makers, generated by 28 RAPD primers and 16 ISSR primers. A
total of 286 markers were scored by using the 28 RAPD primers and a total of 150 ISSR
markers were scored by using the 16 ISSR primers. UPGMA analysis was performed and
dendrograms were constructed. The similarity coefficients based on RAPD total amplified DNA
fragments were between 0.68 and 0.95. The similarity coefficients based on RAPD total
amplified DNA fragments were between 0.42 and 0.92. The similarity coefficients based on
RAPD polymorphic markers were between 0.80 and 0.97. The similarity coefficients based on
ISSR total amplified DNA fragments were between 0.58 and 0.91.
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